Sakowa_XP_002737163.1_PREDICTED_neurogenic_differentiation_factor_1-like_[Saccoglossus_kowalevskii]

Stpurp_XP_030848447.1_uncharacterized_protein_LOC582139_[Strongylocentrotus_purpuratus]

Pemari_XP_032824905.1_protein_atonal_homolog_8_[Petromyzon_marinus]

0,99

Dareri_NP_001073460.2_protein_atonal_homolog_8_[Danio_rerio]
0,86

0,94

Sccani_XP_038649239.1_protein_atonal_homolog_8_[Scyliorhinus_canicula]

0,85

Hosapi_XP_011531441.1_protein_atonal_homolog_8_isoform_X1 [Homo_sapiens]

0,93

Xetrop_XP_002937330.2_protein_atonal_homolog_8_[Xenopus_tropicalis]

Brbelc_XP_019619931.1_PREDICTED_protein_atonal_homolog_8-like_isoform_X1_[Branchiostoma_belcheri]

—— Brlanc.Atonal_BLAG15000603

0,48

Moocci.CG.ELvl_2.5264788.906238.01.p

0,99

Harore.CG.MTP2014.55.902224.01.p

0,71

Ciinte_XP_002122506.1_uncharacterized_protein_LOC778686_[Ciona_intestinalis]

0,36

Phmamm_gi|1834491845|emb|CAB3263362.1|MTP2014.S497.909451.02|_uncharacterized_protein_LOC778686_[Phallusia_mammillata]

0.7



